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Abstract: Some genes affecting the development and behavior of mammals are known to be imprinted and more
than 1% of all mammalian genes are imprinted. The power calculations of the transmission disequilibrium test
(TDT) based on the non-central Chi squared and normal distribution approximation approaches, allowing genomic
imprinting and different paternal and maternal recombination rates, are presented, respectively. The comparisons of
the two approaches are demonstrated by simulation and real data analysis. It is concluded that ignoring genomic
imprinting can drastically alter the power of TDT and the accuracy of the power calculation of the normal distribution
approximation is often higher than the one of the non-central Chi squared distribution approximation.
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